Mammalian Genetics and Genomics Program-December, 2001
(Rinchik et al., PNAS, 2002, INn pPress) contact: E. M. Rinchik (865) 241-2158
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Mammalian Genetics and Genomics Program-December, 2001
(L1 et al., Electrophoresis, 2002, INn press) contact: C. T. Culiat (865) 241-0672
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Mammalian Genetics and Genomics Program-December, 2001
(Miltenberger et al., Genetics, 2002, in press) Contact: E. J. Michaud (865) 574-0797

- The agouti gene regulates
hair pigmentation in mice
and many other mammals.
Recessive loss-of-function
mutations result in black hair
color, whereas dominant
gain-of-function mutations
result in yellow hair color,
obesity, diabetes, and
cancer.

 Molecular and phenotypic
analysis of 25 recessive
mutations at the agouti locus,
ranging from mild reduction
in gene function to complete
loss of gene function, reveals
Important agouti gene and
protein structure-function
relationships.
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